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3 <110> APPLICANT: TRANSGENE SA 

4 ERBS, Philippe 

6 <120> TITLE OF INVENTION: Polypeptide having an improved Cytosine deaminase 

7 activity . 

9 <130> FILE REFERENCE: D21447 
C--> 11 <140> CURRENT APPLICATION NUMBER: US/10/565 , 230 
C--> 11 <141> CURRENT FILING DATE: 2006-01-20 

11 <150> PRIOR APPLICATION NUMBER: PCT/IB2 004/002505 • 

12 <151> PRIOR FILING DATE: 2004-06-29 

14 <150> PRIOR APPLICATION NUMBER : , US 60/508 274 

15 <151> PRIOR FILING DATE: 2003-10-06 

17 <150> PRIOR APPLICATION NUMBER: EP 03/360 087 

18 <151> PRIOR FILING DATE: 2003-07-21 
20 <160> NUMBER OF SEQ ID NOS : 2 

22 <170> SOFTWARE: Patentln Ver. 2.1 

24 <210> SEQ ID NO: 1 

25 <211> LENGTH: 373 

26 <212> TYPE: PRT 

27 <213> ORGANISM: Artificial Sequence 

29 <220> FEATURE: 

30 <223> OTHER INFORMATION: Description of Artificial Sequence :Fusion 

31 protein having a CDase activity 
33 <3 00> PUBLICATION INFORMATION: 

35 <400> SEQUENCE: 1 



36 


Met 


Val 


Thr 


Gly 


Gly 


Met 


Ala 


Ser 


Lys 


Trp 


Asp 


Gin 


Lys 


Gly 


Met 


Asp 


37 


1 








5 










10 










15 




39 


He 


Ala 


Tyr 


Glu 


Glu 


Ala 


Ala 


Leu 


Gly 


Tyr 


Lys 


Glu 


Gly 


Gly 


Val 


Pro 


40 








20 










25 










30 






42 


He 


Gly 


Gly 


Cys 


Leu 


He 


Asn 


Asn 


Lys 


Asp 


Gly 


Ser 


Val 


Leu 


Gly 


Arg 


43 






35 










40 










45 








45 


Gly 


His 


Asn 


Met 


Arg 


Phe 


Gin 


Lys 


Gly 


Ser 


Ala 


Thr 


Leu 


His 


Gly 


Glu 


46 




50 










55 










60 










48 


He 


Ser 


Thr 


Leu 


Glu 


Asn 


Cys 


Gly 


Arg 


Leu 


Glu 


Gly 


Lys 


Val 


Tyr 


Lys 


49 


65 










70 










75 










80 


51 


Asp 


Thr 


Thr 


Leu 


Tyr 


Thr 


Thr 


Leu 


Ser 


Pro 


Cys 


Asp 


Met 


Cys 


Thr 


Gly 


52 










85 










90 










95 




54 


Ala 


He 


He 


Met 


Tyr 


Gly 


He 


Pro 


Arg 


Cys 


Val 


Val 


Gly 


Glu 


Asn 


Val 


55 








100 










105 










110 






57 


Asn 


Phe 


Lys 


Ser 


Lys 


Gly 


Glu 


Lys 


Tyr 


Leu 


Gin 


Thr 


Arg 


Gly 


His 


Glu 


58 






115 










120 










125 








60 


Val 


Val 


Val 


Val 


Asp 


Asp 


Glu 


Arg 


Cys 


Lys 


Lys. 


He 


Met 


Lys 


Gin 


Phe 


61 




130 










135 










140 










63 


He 


Asp 


Glu 


Arg 


Pro 


Gin 


Asp 


Trp 


Phe 


Glu 


Asp 


He 


Gly 


Glu 


Ala 


Ser 



file://C:\CRF4\OUTHOLD\VsrJ565230.htm 



RAW SEQUENCE LISTING DATE: 11/28/2006 

PATENT APPLICATION: US/10/565 , 230 TIME: 17:11:37 



Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\11282006\J565230.raw 



D 4 ! X*± ZJ 










150 










155 








160 


66 Glu 


Pro 


Phe 


Lys 


Asn 


Val 


Tvr 


Leu 


Leu 


Pro 


Gin 


Thr 


Asn 


Gin Leu 


Leu 


£7 








1 fiR 










170 








175 




69 Gly 


Leu 


Tvr 
j 


Thr 


He 


He 


Ser 


Asn 


Lys 


Asn 


Thr 


Thr 


Arg 


Pro Asp 


Phe 


7fi 






X O \J 










185 










190 




72 lie 


Phe 


xyj. 


Ser 


Asp 


Arg 


He 


He 


Arcr 


Leu 


Leu 


Val 


Glu 


Glu Gly 


Leu 


/ «J 




1 

X _7 _) 










200 










205 








His 


Leu 


Pro 


Val 


Gin 


Lys 


Gin 


lie 


Val 


Glu 


Thr 


Asp 


Thr Asn 


Glu 


7£ 


9i n 










9 1 R 

^> X 










220 








7ft AQn 


JEr I1C 


Vjr X Li 


ox y 


Val 


Ser 


Phe 


Met 


Glv 


Lys 


He 


Cys 


Glv 

oxy 


Val Ser 


He 


/ 27 Z Z D 










Z j u 










9 "3 ^ 

Z j J 








240 


ft 1 1 


Arg 


2V1 Pi 
rilCl 


fll v 


VJX U. 


OCi 


I'lC L. 


nl ii 

VJ X Li 


m n 


Gl v 

wijr 


■UC Li 




Asp 


Pv^ Cvs 


*-ixy 


OZ 








245 










250 












84 Ser 


Val 


Arg 


He 


Gly 


Lys 


He 


Leu 


He 


Gin 


Arg 


Asp 


Glu 


Glu Thr 


Ala 


85 






260 










265 










270 




87 Leu 


Pro 


Lys 


Leu 


Phe 


Tyr 


Glu 


Lys 


Leu 


Pro 


Glu 


Asp 


He 


Ser Glu 


Arg 


88 




275 










280 










285 






90 Tyr 


Val 


Phe 


Leu 


Leu 


Asp 


Pro 


Met 


Leu 


Ala 


Thr 


Gly 


Gly 


Ser Ala 


He 


91 


290 










2 9.5 










300 








93 Met 


Ala 


Thr 


Glu 


Val 


Leu 


He 


Lys 


Arg 


Gly 


Val 


Lys 


Pro 


Glu Arg 


He 


94 305 










310 










315 








320 


96 Tyr 


Phe 


Leu 


Asn 


Leu 


He 


Cys 


Ser 


Lys 


Glu 


Gly 


He 


Glu 


Lys Tyr 


His 


97 








325 










330 








335 




99 Ala 


Ala 


Phe 


Pro 


Glu 


Val 


Arg 


He 


Val 


Thr 


Gly 


Ala 


Leu 


Asp Arg 


Gly 


100 






340 








345 








350 




102 Leu Asp Glu Asn Lys Tyr Leu Val Pro Gly Leu Gly Asp Phe Gly Asp 


103 




355 








360 








365 




105 Arg Tyr Tyr Cys Val 




















106 


370 


























109 <210> 


SEQ 


ID NO: 2 






















110 <211> 


LENGTH: 216 






















111 <212> 1 


TYPE 


: PRT 






















112 <213> i 


ORGANISM 


: Saccharomyces < 


serevisiae 










114 <400> 


SEQUENCE 


: 2 






















115 Met Ser Ser Glu Pro Phe Lys Asn Val Tyr Leu Leu Pro Gin Thr Asn 


116 3 


L 






5 








10 






15 


118 Gin Leu Leu Gly Leu Tyr Thr lie lie Ser Asn Lys Asn Thr Thr Arg 


119 






20 








25 








30 




121 Pro Asp Phe lie Phe Tyr Ser Asp Arg lie lie Arg Leu Leu Val Glu 


122 




35 








40 








45 




124 Glu Gly Leu Asn His Leu Pro Val Gin Lys Gin lie Val Glu Thr Asp 


125 


50 








55 








60 






127 Thr Asn Glu Asn Phe Glu Gly Val Ser Phe Met Gly Lys He Cys Gly 


128 65 








70 








75 






80 


130 Val Ser He Val Arg Ala Gly Glu Ser Met Glu Gin Gly Leu Arg Asp 


131 








85 








90 






95 


133 Cys Cys Arg Ser Val Arg lie Gly Lys He Leu He Gin Arg Asp Glu 


134 






100 








105 








110 




136 Glu Thr Ala Leu Pro Lys Leu Phe Tyr Glu Lys Leu Pro Glu Asp He 



file://C:\CRF4\OUTHOLD\VsrJ565230.htm 



Page 3 of 5 



RAW SEQUENCE LISTING DATE: 11/28/2006 

PATENT APPLICATION: US/10/565,230 TIME: 17:11:37 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\11282006\J565230.raw 



1 1 






1 1 c 

llj 










120 






125 


139 


Ser 


Glu 


Arg 


Tyr 


Val 


Phe Leu Leu Asp Pro Met Leu Ala Thr Gly Gly 


140 




130 










135 








140 


142 


Ser 


Ala 


He 


Met 


Ala 


Thr 


Glu 


Val 


Leu 


He 


Lys Arg Gly Val Lys Pro 


143 


145 










150 










155 160 


145 


Glu 


Arg 


He 


Tyr 


Phe 


Leu 


Asn 


Leu 


He 


Cys 


Ser Lys Glu Gly He Glu 


146 










165 






* 




170 


175 


148 


Lys 


Tyr 


His 


Ala 


Ala 


Phe 


Pro 


Glu 


Val 


Arg 


He Val Thr Gly Ala Leu 


149 








180 










185 




190 


151 


Asp 


Arg 


Gly 


Leu 


Asp 


Glu 


Asn 


Lys 


Tyr 


Leu 


Val Pro Gly Leu Gly Asp 


152 






195 










200 






205 


154 


Phe 


Gly 


Asp 


Arg 


Tyr 


Tyr 


Cys 


Val 








155 




210 










215 











file://C:\CRF4\OUTHOLD\VsrJ565230.htm 



11/28/2006 



Page 4 of 5 



VERIFICATION SUMMARY DATE: 11/28/2006 

PATENT APPLICATION: US/10/565 , 230 TIME: 17:11:38 

Input Set : A:\PTO.AMC.txt 

Output Set: N:\CRF4\11282006\J565230.raw 

L:ll M:270 C: Current Application Number differs, Replaced Current Application No 
L:ll M:271 C: Current Filing Date differs, Replaced Current Filing Date 



file://C:\CRF4\OUTHOLD\VsrJ565230.htm 



11/28/2006 



Raw Sequence Listing before editing 
(for reference only) 



Page 1 of 4 





IFWO 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/565,230 



DATE: 11/24/2006 
TIME: 13:35:37 



<110> 



<120> 



C--> 
C--> 



3 
4 
6 
7 
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APPLICANT: TRANSGENE SA 
ERBS, Philippe 

TITLE OF INVENTION: Polypeptide having an improved Cytosine deaminase 
activity 

FILE REFERENCE: D21447 

CURRENT APPLICATION NUMBER: US/10/565,230 
CURRENT FILING DATE: 2006-01-20 

PRIOR APPLICATION NUMBER: US 60/508 274 
PRIOR FILING DATE: 2003-10-06 
PRIOR APPLICATION NUMBER: EP 03/360 087 
PRIOR FILING DATE: 2003-07-21 
NUMBER OF SEQ ID NOS : 2 
SOFTWARE: PatentlnVer. 2.1 
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146 165 170 175 

148 Lys Tyr His Ala Ala Phe Pro Glu Val Arg lie Val Thr Gly Ala Leu 

149 180 185 190 

151 Asp Arg Gly Leu Asp Glu Asn Lys Tyr Leu Val Pro Gly Leu Gly Asp 

152 195 200 205 
154 Phe Gly Asp Arg Tyr Tyr Cys Val 
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